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3 <110> APPLICANT: THE GOVERNMENT OF THE UNITED STATES OF AMERICA AS 

4 REPRESENTED BY THE SECRETARY OF THE DEPARTMENT OF HEALTH AND 

5 HUMAN SERVICES 

6 SLOAN-KETTERING INSTITUTE FOR CANCER RESEARCH 

7 Pastan, Ira 

8 Onda, Masanori 

9 Cheung, Nai-Kong 

11 <120> TITLE OF INVENTION: IN-VIVO CYTOTOXIC ACTIVITIES OF RECOMBINANT IMMUNOTOXIN 8H9 

12 (FV)-PE38 AGAINST BREAST CANCER, OSTEOCARCINOMA AND NEUROBLASTOMA 
14 <130> FILE REFERENCE: 4239-67287-05 

C— > 16 <140> CURRENT APPLICATION NUMBER: US/10/537,061 
C— > 16 <141> CURRENT FILING DATE: 2005-06-01 

16 <150> PRIOR APPLICATION NUMBER: PCT/US03/038227 

17 <151> PRIOR FILING DATE: 2003-12-01 

19 <150> PRIOR APPLICATION NUMBER: US 60/430,305 

20 <151> PRIOR FILING DATE: 2002-12-02 
22 <160> NUMBER OF SEQ ID NOS: 17 

24 <170> SOFTWARE: Patent In version 3.2 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 731 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Mus musculus 

31 <4 00> SEQUENCE: 1 

32 caggtcaaac tgcagcagtc tggggctgaa ctggtaaagc ctggggcttc agtgaaattg 60 
34 tcctgcaagg cttctggcta caccttcaca aactatgata taaactgggt gaggcagagg 120 
36 cctgaacagg gacttgagtg gattggatgg atttttcctg gagatggtag tactcaatac 180 
38 aatgagaagt tcaagggcaa ggccacactg actacagaca catcctccag cacagcctac 240 
40 atgcagctca gcaggctgac atctgaggac tctgctgtct atttctgtgc aagacagact 300 
42 acggctacct ggtttgctta ctggggccaa gggaccacgg tcaccgtctc ctcagatgga 360 
4 4 ggcggttcag gcggaggtgg ctctggcggt ggcggatcgg acatcgagct cactcagtct 4 20 
4 6 ccaaccaccc tgtctgtgac tccaggagat agagtctctc tttcctgcag ggccagccag 4 80 
48 agtattagcg actacttaca ctggtaccaa caaaaatcac atgagtctcc aaggcttctc 540 
50 atcaaatatg cttcccaatc catctctggg atcccctcca ggttcagtgg cagtggatca 600 
52 gggtcagatt tcactctcag tatcaacagt gtggaacctg aagatgttgg agtgtattac 660 
54 tgtcaaaatg gtcacagctt tccgctcacg ttcggtgctg ggaccaagct ggagctgaaa 720 
56 caggcggccg c 7 31 

59 <210> SEQ ID NO: 2 

60 <211> LENGTH: 243 

61 <212> TYPE: PRT 

62 <213> ORGANISM: Mus musculus 
64 <400> SEQUENCE: 2 

66 Gin Val Lys Leu Gin Gin Ser Gly Ala Glu Leu Val Lys Pro Gly Ala 

67 1 5 10 15 
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130 <210> SEQ ID NO: 3 

131 <211> LENGTH: 243 

132 <212> TYPE: PRT 

133 <213> ORGANISM: Mus musculus 
135 <400> SEQUENCE: 3 
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Trp 


Gly 


Gin 


Gly 


Thr 


162 








100 










105 






110 






165 


Thr 


Val 


Thr 


Val 


Ser 


Ser 


Asp 


Gly 


Gly Gly Ser 


Gly 


Gly 


Gly 


Gly 


Ser 



file://C:\CRF4\Outhold\VsrJ537061.htm 



6/13/05 



Page 3 of 7 



RAW SEQUENCE LISTING DATE: 06/13/2005 

PATENT APPLICATION: US/10/537,061 TIME: 09:40:09 

Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF4\06132005\J537061.raw 

166 115 120 125 

169 Gly Gly Gly Gly Ser Asp lie Glu Leu Thr Gin Ser Pro Thr 

170 130 . ' 135 140 

173 Ser Val Thr Pro Gly Asp Gin Val Ser Leu Ser Cys Arg Ala 

174 145 150 155 

177 Ser lie Ser Asp Tyr Leu His Trp Tyr Gin Gin Lys Ser His 

178 165 170 

181 Pro Gin Leu Leu lie Lys Tyr Ala Ser Gin Ser lie Ser Gly 

182 180 185 190 

185 Ser Arg Phe Ser Gly Ser Gly Ser Gly Ser Asp Phe Thr Leu 

186 195 200 205 

189 Asn Ser Val Glu Pro Glu Asp Val Gly Val Tyr Tyr Cys Gin 

190 210 215 220 . 

193 His Ser Phe Pro Leu Thr Phe Gly Ala Gly Thr Glu Leu Glu 

194 225 230 235 
197 Gin Ala Ala 

201 <210> SEQ ID NO: 4 

202 <211> LENGTH: 354 

203 <212> TYPE: DNA 

204 <213> ORGANISM: Mus musculus 

206 <400> SEQUENCE: 4 

207 caggtccaac tgcagcagtc tggggctgaa ctggtaaagc ctggggcttc agtgaaattg 60 
209 tcctgcaagg cttctggcta caccttcaca aactatgata taaactgggt gaggcagagg 120 
211 cctgaacagg gacttgagtg gattggatgg atttttcctg gagatggtag tactcaatac 180 
213 aatgagaagt tcaagggcaa ggccacactg actacagaca catcctccag cacagcctac 240 
215 atgcagctca gcaggctgac atctgaggac tctgctgtct atttctgtgc aagacagact 300 
217 acggctacct ggtttgctta ctggggccaa gggaccacgg tcaccgtctc ctca 354 

220 <210> SEQ ID NO: 5 

221 <211> LENGTH: 321 

222 <212> TYPE: DNA 

223 <213> ORGANISM: Mus musculus 

225 <400> SEQUENCE: 5 

226 gacatcgagc tcactcagtc tccaaccacc ctgtctgtga ctccaggaga tagagtctct 60 
228 ctttcctgca gggccagcca gagtattagc gactacttac actggtacca acaaaaatca 120 
230 catgagtctc caaggcttct catcaaatat gcttcccaat ccatctctgg gatcccctcc 180 
232 aggttcagtg gcagtggatc agggtcagat ttcactctca gtatcaacag tgtggaacct 240 
234 gaagatgttg gagtgtatta ctgtcaaaat ggtcacagct ttccgctcac gttcggtgct 300 
236 gggaccaagc tggagctgaa a 321 

239 <210> SEQ ID NO: 6 

240 <211> LENGTH: 45 

241 <212> TYPE: DNA 

242 <213> ORGANISM: Artificial Sequence 

244 <220> FEATURE: 

245 <223> OTHER INFORMATION: Linker used to produce an 8H9 scFV. 

247 <400> SEQUENCE: 6 

248 gatggaggcg gttcaggcgg aggtggctct ggcggtggcg gatcg 45 

251 <210> SEQ ID NO: 7 

252 <211> LENGTH: 118 

253 <212> TYPE: PRT 
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254 <213> ORGANISM: Mus musculus 
256 <400> SEQUENCE: 7 



ZOO 




vai 


pi n 
vj_i_n 


Leu 


Gin 


Gin 


Coy 

oer 


pi \/ 
oiy 


Al a 


Pin 
LilU 


Leu 


vai jjyo 


~r~ /-\ 

rx O 


PI \7 

uiy 


Ala 


OCQ 

zj y 


1 








5 










1 fi 
1 U 








J. D 






Ser 


vai 


Lys 


Leu 


Ser Cys 


Lys 


TV 1 -5 

Aia 


Ser 




Tyr 


inr rne 


1 nr 


Asn 


Tyr 


OCT 
ZDO 








20 










Z D 














ZDD 


Asp 


He 


Asn 


Trp 


Val Arg 


lain 


Arg 


Pro 


Pin 

blU 


pin 


Gly Leu 


Pin 

olU 


Trp 


T 1 o 

lie 


267 






35 










4 U 
















OTA 

270 


Gly 


Trp 


He 


Phe 


Pro Gly 


Asp 


Gly 


Ser 


xnr 


bin 


Tyr Asn 


C 1 n 


Lys 


rne 


Z / 1 




50 










55 










uU 








274 


Lys 


Gly 


Lys 


Ala 


Thr 


Leu 


Thr 


Thr 


Asp 


Thr 


Ser 


ber ber 


inr 


Til « 

Aia 


Tyr 


O *7 C 

275 


65 










70 










1 0 








oU 


278 


Met 


Gin 


Leu 


Ser 


Arg Leu 


Thr 


Ser 


blU 


Asp 


Ser 


Ala vai 


Tyr 


TDK /~k 

rne 


Cys 


279 










85 










yu 








yo 


■ 


o o o 

282 


Ala 


Arg 


Gin 


Thr 


Thr 


Ala 


Thr 


Trp 


Phe 


Ala 


Tyr 


Trp Gly 


bin 


bly 


Thr 


283 








100 










105 








110 






286 


Thr 


Val 


Thr 


Val 


Ser 


Ser 




















287 






115 


























290 


<210> SEQ ID NO: 


: 8 






















291 


<211> LENGTH: 107 






















o no 

z yz 


<212> TYPE: 


PRT 
























293 


<213> ORGANISM: 


Mus 


musculus 
















z yo 


<4 00> SEQUENCE: 
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325 <210> SEQ ID NO: 9 

326 <211> LENGTH: 15 

327 <212> TYPE: PRT 

328 <213> ORGANISM: Artificial Sequence 

330 <220> FEATURE: 

331 <223> OTHER INFORMATION: Linker used to produce an 8H9 scFV. 
333 <4 00> SEQUENCE: 9 

335 Asp Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

336 15 10 15 

339 <210> SEQ ID NO: 10 

340 <211> LENGTH: 613 

341 <212> TYPE: PRT 
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